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Infroduction

®» BG PLANTNET “Establishment of
National Information Network GenBank —
Plant genetic resources”.

» Nafional Gene Bank in Institute of
plant genetic resources in Sadovo
n, Bulgaria




The goals of the project

» Development of management system for plant genetic resources.
» Store the information about the samples according the EURISCO standard.

» Create an export of passport data about plant genetic resources to exchange it
with Europe gene bank systems.

» To be used by different users in the Institute of plant genetic resources in Sadovo
town.

® |n accordance with the International Plant Genetic Resources Treaty and
the Nagoya Protocol, Japan the data on the various genetic resources
must be available to all stakeholders — institutes, universities, farmers, and
others. This obliged the Gene Bank System to provide a module, through
which these stakeholders could access information on plant genetic
resources.




Gene Bank Management System

Registrar

X

Laboratory assistant

Register new
samples; Register
new collections;
Sample reports.

Manage the plant
geneltic resources
storage

GenBankSysytem

EURISCO

EX
k=

rt to
RISCO

]

—_—
Administrator

Manage acounts
and collections

Curator

Insert
information
about Plant
Genetic
Resourses and
results of
different
experiments

Guests

Search for plant geneti
resources in
GenBankOntology




Architecture of the Gene Bank System
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Gene Bank |
Ontology e
= @& owl:Thing

» The ontology of plant genetic
resources has been developed
based on the plant taxonomy
and the requirements of the
URISCO standard for the
description of plant passport
data. In developing the
ontology, some specific
characteristics of the plants
were considered.

" Descriptors
' Evaluation_characteristics
0 Genus
=0
= @ Actinidiales
= @ Actinidiaceae
= @ Actinidia
O Achinensis
0 Adeliciosa
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Descriptors class

= & 2017-TRT-MC-5 — http://www.semanticweb.org/astoyanova/ontologies/2020/1/GenBank#2017-TRT-MC-5
Description: 2017-TRT-MC-5 2] [ = =] ] § Property assertions: 2017-TRT-MC-5

Types Cbject property assertions
' Descriptors B hasEvaluationCharacteristics EvCh-2017-TRT-MC-5
) vulgare
Data property assertions
same Individual As W= INSTCODE “BGRO0D1"AAxsd:string
B LONGITUDE "0254109E"**xsd:string
Different Individuals BN COLLSRC 20

B ORIGCTY "BGR"**xsd:string

BN ELEVATION "172"*cxsd:string
ENCOLLSITE "v. Rabovo, Stambolovo, Haskovo™**xsd:string
BN COLLNUMB "BTEOO27"**xsd:string

BN LATITUDE "413738N"**xsd:string

B SPAUTHOR "L."**xsd:string

BN ACQDATE "2017.00.00"~*xsd:string

B STORAGE 12

BN COLLDATE "2017.07.05" A ysd:string

B ACCENAME "Local"**xsd:string

B SAMPSTAT 300

B NICODE "BGR"**xsd:string

BN CROPHNAME "Eincorm™**xsd:string

BN SUBTAUTHOR "Koern™**xsd:string

B ACCENUMB "2017-TRT-MC-5"**xsd:string

Megative object property assertions

\\



Evaluation characteristics

£ @ EvCh-2017-TRT-MC-5 — hitp://www.semanticweb.org/astoyanova/ontologies/2020/1/GenBank#EvCh-2017-TRT-MC-5
| Description: EvCh-2017-TRT [2] [ = m (%] § Property assertions: EvCh-2017-TRT-MC-5

Types Object property assertions
_ PoaceaeEvaluationCl

Data property assertions
Same Individual As B Number_of brothers "max: 4-5 brothers"#Axsd:string
BN Sustainability "It has high field resistance to brown, black and yellow rust and powdery mildew."**xsd:string
Different Individuals
MNegative object praperty assertions

Megative data property assertions

\\



Annotation properties

|C\ass hierarchy | Class higrarchy (infarrad) | |Annotahons ‘ Usage |
Class hierarchy: C.colocynthis ] E ® & j§ Annotations: C_colocynthis
t: [:+ H Asserled v Annotations
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: :m:':_: KOnoumHT, ropumea guHA
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© calluna Synonyms  [language: en]

@ caltha Citrullus colocynthoides Pangalo

@ camellia Citrullus pseudocolocynthis M.Roem
@ Cannabis Colocynthis officinalis Schrad.

@ capsella Coloeynthis vulgaris Schrad

© cardaria Cucumis colocynthis L
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User Interface
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Conclusions

» Gene Bank System is available in https://genbank.uni-plovdiv.net/

®» |mplementation:
= Maria DB

» Protégé

» Java
» Vaadin
» JADE



https://genbank.uni-plovdiv.net/

Thank you!
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